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Name Position Sequence

E1AF1 560-595 5'-ATGAGACATATTATCTGCCACGGAGGTGTTATTAC-3' in this study

E1AF2 626-661 5'-CTGATCGAAGAGGTACTGGCTGATAATCTTCCACC-3' in this study

E1AR2 1545-1511 5'-TTATGGCCTGGGGCGTTTACAGCTCAAGTCCAAAG-3' in this study

E1BF1 2002-2035 5'-AGTTTTATAAAGGATAAATGGAGCGAAGAAACCC-3' in this study

E1BF2 2097-2131 5'-ACACAAGAATCGCCTGCTACTGTTGTCTTCCGTCC-3' in this study

E1BR1 2495-2462 5'-AGTGGTCAGCTGCTCTATGGAATACTTCTGCGCC-3' in this study

E1BR2 3156-3122 5'-TGCGAGAGTGGCTGGCTACGTGAATGGTCTTCAGC-3' in this study

E1BR3 3285-3251 5'-TGCTCTCGGGCTCAAGCAATATCTTAGTGTGACTC-3' in this study

jpzl (E1A) 880-899 5'-GGGTCCGGTTTCTATGCCAA-3' Hum. Gene Ther. 10, 113-121. (1999)
jpz2 (E1A) 1099-1077 5'-GCCACAGGTCCTCATATAGCAAA-3' Hum. Gene Ther. 10, 113-121. (1999)
jpz3 (E1B) 2392-2413 5'-CCAGACACCGTCCTGAGTGTAT-3' Hum. Gene Ther. 10, 113-121. (1999)
jpz4 (E1B) 2628-2607 5'-CGTTCCCAGAAATGTAGCAACA-3' Hum. Gene Ther. 10, 113-121. (1999)
jpz5 (pIX) 3473-3494 5'-CGCTGAGTTTGGCTCTAGCGAT-3' Hum. Gene Ther. 10, 113-121. (1999)
jpz6 (pIX) 3698-3679 5'-CATCACATTCTGACGCACCC-3' Hum. Gene Ther. 10, 113-121. (1999)
Ad5fiberF1 31001-31035 5'-GTTCCTGTCCATCCGCACCCACTATCTTCATGTTG-3' in this study

Ad5fiberR1 31596-31562 5'-AGTGGCAGTAGTTAGAGGGGGTGAGGCAGTGATAG-3' in this study

PAXCAF1 1601 - 1619 5'-GGCTTCTGGCGTGTGACCGGC-3' in this study

PAXCAR1 1865 - 1843 5'-CAGAGGGAAAAAGATCTCAGTGG-3' in this study




Table. PCR primer sets for detection of Replication competent adenovirus and recombiant adenovirus

Name Sequence Detection Size
E1AF1 5'-ATGAGACATATTATCTGCCACGGAGGTGTTATTAC-3' E1A 985 bp
E1AR2 5'-TTATGGCCTGGGGCGTTTACAGCTCAAGTCCAAAG-3'

E1BF2 5'-ACACAAGAATCGCCTGCTACTGTTGTCTTCCGTCC-3' E1B 1,059 bp
E1BR2 5'-TGCGAGAGTGGCTGGCTACGTGAATGGTCTTCAGC-3'

PAXCAF1 5'-GGCTTCTGGCGTGTGACCGGC-3' Insert DNA

PAXCALNLF1 5'-CACTGCATTCTAGTTGTGGTTTGTCC-3'
PAXCAR1 5S'-CAGAGGGAAAAAGATCTCAGTGG-3'




RCAOODDOOODO

1. FALLAUX, F.J., BOUT, A., VAN DER VELDE, I., VAN DEN WOLLENBERG, D.J., HEHIR,
K.M., KEEGAN, J., AUGER, C., CRAMER, S.J., VAN ORMONDT, H., VAN DER EB, A.J.,
VALERIO, D., and HOEBEN, R.C. (1998). New helper cells and matched early region 1-
deleted adenovirus vectors prevent generation of replication—competent adenoviruses. Hum

Gene Ther 9, 1909-1917.

2. FALLAUX, F.J., KRANENBURG, O., CRAMER, S.J., HOUWELING, A., VAN ORMONDT, H.,
HOEBEN, R.C., and VAN DER EB, A.J. (1996). Characterization of 911: a new helper cell line
for the titration and propagation of early region l-deleted adenoviral vectors. Hum Gene

Ther 7, 215-222.

3. GAO, G.P., ENGDAHL, R.K., and WILSON, J.M. (2000). A cell line for high—vield production
of El-deleted adenovirus vectors without the emergence of replication-competent virus.

Hum Gene Ther 11, 213-219.

4. HEHIR, K.M., ARMENTANO, D., CARDOZA, L.M., CHOQUETTE, T.L., BERTHELETTE, P.B.,
WHITE, G.A., COUTURE, L.A., EVERTON, M.B., KEEGAN, J., MARTIN, J.M., PRATT, D.A.,
SMITH, M.P., SMITH, A.E., and WADSWORTH, S.C. (1996). Molecular characterization of
replication-competent variants of adenovirus vectors and genome modifications to prevent

their occurrence. J Virol 70, 8459-8467.

5. LOCHMULLER, H., JANI, A., HUARD, J., PRESCOTT, S., SIMONEAU, M., MASSIE, B.,
KARPATI, G., and ACSADI, G. (1994). Emergence of early region 1-containing replication—
competent adenovirus in stocks of replication-defective adenovirus recombinants (delta E1 +

delta E3) during multiple passages in 293 cells. Hum Gene Ther 5, 1485-1491.

6. ZHU,J., GRACE, M., CASALE, J., CHANG, A.T., MUSCO, M.L., BORDENS, R., GREENBERG,
R., SCHAEFER, E., and INDELICATO, S.R. (1999). Characterization of replication—competent
adenovirus isolates from large-scale production of a recombinant adenoviral vector. Hum

Gene Ther 10, 113-121.



